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A KARYOTYPE STUDY OF SPATHOLIRION LONGIFOLIUM
(GAGNEP.) DUNN (COMMELINACEAE)

Yang Qinger, Luo Yibo and Hong Deyuan
(Laboratory of Systematic and Evolutionary Botany, Institute nf
Potany, Academia Sinica, Beijing 100093

Abstract In this paper, chromosomes of Zn="20=ism+14st+2t {2sat) were reported
for Spotholivion longifolium (Gagnep.) Dunn (Commelinaceae). The original basic
chromosome number of the genus Spoifolirion was inferred to be x=5, since its
closest ally, the monospecific genus Sireptolirion, has somatic chromosome number
2n=10, and thus the basic chromosome numher x=35., In chromosome morphology, .
however, Spatholirion is sharply distinguishable from Streptofirion by having the two
largest subterminal-centromeric chromosomes apd the two smallest submedian-cen-
tromeric ones in the complement. Therefore, on the one hand, cytological evidence
indicates the close relationship of the two genera, and on the other hand, supports
their separation.
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SRPRRAKEE N m=20(F1), 5. Y. ZhengF *IMHH—5. HAARK
3% 2n=4sm+ 14st +2t (sat), Pk BHNFE 1. FoNRGHEHREHELL, HERLE
HElk, BRARakSRERAKNILMEN1.6R, THREKXT 2 MRAKENS, AR
ETSAO

1 YR ENEERE, X 1600,
Fig.1 PFrotomicrographs of chromosomes in S patholiricn
longifolium {Gagnep,) Dunn, X1640.
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Table 1 The parameters of chromesomes of Spatholirion
longifolivm {Gagnep.) Dunn

B R iR B HALEY (KB +EHE) =4 Setais iRl
Chromosome Relative length Arm ratio Type
NO. (long arm +short arm)
1 1¢,22+1,99 5,14 st
2 9,26 +2,31 4.01 54
3 9,10+ 2,31 3 94 5t
4 8. 70+ 1,99 4.37 st 6
5 2,10+1,47 6.19 st '
6 6.94+2,92 2.38 sm
T 7.26+2.14 3,49 5t
8 T.34+1,68 4,37 St
B 7.34+0,64 11,47 tisatl}
10 41.63+2.63 1.76 sm

Ridl. R B EE ), RBRRERER, A TREMAKRFEL. Forman!®1 FHRIEAR T X
SARZEHBE LA X, Brenan!®l, WG (1), Faden fil Budal™) | Faden fl Hunt
I BRMERA . 7€ Faden fiI Hunt U1 iR R BBRERG SRR S, BB 2R
Cartonematoideae fi Commelinoideae FHTFE, BF— T4k Tradescanticae Fl Com-
melineas @ -j-18,. Faden fil Hunt EERA ¥ Fih 3§ Q7 —#2 5% Tradescantieae g py—
AWk, BiStreptoliriinae, BN X EEHTXTH FRAMH SREBMNESEIN AR
A, FIREFASRESETE, EREEF NI _EEES LAVURRAEAE.

THFREREKEHFEZREHE, SHEHARE. TR sub. khasienum (C. B. Cl)
Hong B HEE MR Ra A E H2n=101", 3fFEF sub. volubile, EIERMEEY
En=6f12n=12, 8T H2n=12=2M+ 8m(4sat) + 29t 3F & (* 1), BHSFRIESH2n = 484
HIE 2, AERMEYRn=100%], WETS U RETRER>HEXKBK (ZETL2EE
WRAI RABPEH) . ZHMEE (AHENEN) BEEEZR (AHRMEERIETR ) 344k
HEHBHTTERRENR, ZRENNRCAEER 2 =10, ReaABHL—8 &
MRy KA A RSB ER LA — S, o #5E R8E en B S e R B B kR
HBAEE, KRR EEEHRERN. SICRFAXHMR.

BRI BFREZIITH SRR R K E 20 =20, ZRIATH FREBRTRARERK
H¥ohx=5, RNBEWITHSHEERAFCERERERBIX=5.

EREEEEL MTHTEMNSE IXNREERAFPIRELE, BAN—3 (F5XF)H
FERBPE LA, MTHHERERNS L A REARERSELM, RO LI (FB0X O R
ERHEES. Bk, BRAXANTBEREHRANRAKEGHES, BENMREEAKESAE
Al, R akEERAR, X—THEWUX/AIRRFEOEMXR, TRERETHRR
M, MEXRHTHIFTBRSIFHRA.
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