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Construction and identification of cDNA library
of Alpinia hainanensis (Zingiberaceae)
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Abstract; An inflorescences primordium ¢cDNA library of Alpinia hainanensis K. Schumann was constructed. The ti-
ter of the cDNA primary library is 0. 8 X 106 pfu/mL,while that of the amplified library is 4. 23 X 10! pfu/mL, The
recombinant rate is about 95. 3%, and the length of cDNA is between 500 bp~1.5 kb. The fragment containing the

MADS-box conserved sequence of RAP1A gene of Oryza sativa is used as probe to screen the library, Positive clones

are sequenced and the sequences are analyzed first blast within the NCBI database, then alignment with the known
MAD-box gene. Ten MADS-box genes from A, hainanensis are identified.
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