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A modified method of genomic DNA extraction and
establishment of AFLP systems in Rhus chinensis

PANG Ya-Wen!, DUAN Li-Zhu!, SONG De-Ying?, REN Zhu-Mei! *
( 1. School of Life Science, Shanxi University, Taiyuan 030006, China; 2. Bureau
of Forestry of Wufeng County, Wufeng 443400, China )
Abstract; A modified method (4 X CTAB ) was used to extract the effective genomic DNA from the leaves of Rhus
chinensis ,and the systems of DNA restriction reaction, ligase reaction, pre-amplification and selective amplification re-
action were established in this study. Using the two kinds of primer-combined methods (E+43/M+-3 and E4-2/M+
3),8 pairs of primers were finally selected to amplify the genomic DNA of R. chinensis,and clear bands with high ge-

netic polymorphism and difference were obtained. The present results provided a strong foundation for the further ex-
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amination of population genetic diversity and structure of R, chinensis using AFLP method.

Key words: Rhus chinensis; DNA extraction; 4 X CTAB method; AFLP technology
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A, B% RAPD i RFLP RN EMR K (BEm
& 2003; 5% B AE %, 2006; Wang %5, 2007), BiE4
H 1k BA MK DNA 4 F 518 (Vos %,1995; £ 4%
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CTAB %: BB R R ERM IR AR ZE R4 DNA, #L
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AR i F 2004 ~2008 45 8~10 A AR A
RMAE NNER B REEMsEEV, 28K
TR .

A1 AZESERAKSERESH DNA
TRCBR A B A s kR 45 R
Fig.1 Agarose gel electrophoresis of genomic DNA
of R. chinensis from Danzhai, Guizhou, China
1-3, ¥ 2XCTAB ¥, 4-6. MR 4 XCTAB %,
1-3.Common 2 X CTAB method; 4-6:Innovated 4 X
CTAB method; M:ADNA(EcoR I + Hind ).
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1.2.2 AFLP % 4 # AFLP 428K Vos &
(1995) FIE B % (2000 B k. KA EcoR 1 H1
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Tris HCIE R Z B AT R E R A pH H 5 53
RAEEN RSP RBBFRERENR TS
BrERBEAE X DNA B0, #7575 B LI
R, DNA 551 25 2T AR ME R A0 R 8
B (E$ES,2008);CTABH 52 BEHFREAE
BEAY(EIBELE,2008) , H A M b L4 W4
R CGERESE,2009); MWK E A CTAB A fi 41
MIBMER S, %N DNA BINERL., FFUAHK
FRIEFM 4 XCTABEMEM B, RERE ., KRR
B Tris-HCL ft EDTA & [F] 83 Jin % J& #1723 ik
N DNA B2 E KRG T B ZEF 4 DNA,

M 12345 67 8910111213141516 1718192021 2223242526 2728 2930

B2 ®BHIIWES E-AT/M-CAT 1%
YRR GBI R kB e g R

Fig. 2 PAGE results of selective amplification of
R. chinensis using primers E-AT/M-CAT
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