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Genetic diversity of podocarpus by SCoT markers
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Abstract; The genetic diversity of 8 podocarpus germplasms was analyzed by SCoT markers. The results showed that

a total of 136 bands were produced by 10 primers,of which 122 bands(88. 97 %) were polymorphic,and the genetic

similarity coefficients were between 0. 39—0. 80. So there were comparatively great genetic diversity among the pod-

ocarpus germplasms. A cluster analysis conducted with UPGMA also showed that the 8 podocarpus germplasms

could be classified into 2 groups. The result of principal component analysis(PCA )was the same as the results of

UPGMA cluster analysis. SCoT markers can be effectively used to evaluate the genetic diversity of podocarpus germ-

plasms, thus providing a theoretical foundation for the identification and classification of podocarpus germplasms.
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P. costalis R
P makaii (UPGMA) (Sneath  ,1973)
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P.macrophyllus NTSYSPC(RO}IH, 1998)
P. macrophyllus var. angustitolius Dcenter ’ ’
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P. brevi folius
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M:DL2000 Marker; 1-8: P. nageia, P. costalis, P. makaii, P.

macrophyllus var. maki, P. macrophyllus,P. macrophyllus var.

angustitolius, P. wangli, P. brevi folius.
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Table 2 The primer sequences and amplified results of ScoT analysis

%)
SCOT Primer’se(,]uence Tofa-l No. of No. of polymorphism (bp) Percent'age of
Primer ID (5°-3) amplified bands bands polymorphism bands

9 CAACAATGGCTACCAGCA 14 14 600-2400 100
47 ACAATGGCTACCACTGCC 16 16 500-3000 100
48 ACAATGGCTACCACTGGC 12 10 400-2300 83.3
70 ACCATGGCTACCAGCGCG 12 10 400-2400 83.3
71 CCATGGCTACCACCGCCG 17 14 350-3000 82.3
72 CCATGGCTACCACCGCCC 14 12 400-2300 85.7
73 CCATGGCTACCACCGGCT 18 18 400-2300 100
74 CCATGGCTACCACCGGCA 12 9 500-2400 75
75 CCATGGCTACCACCGGAG 11 11 1000-2400 100
77 CCATGGCTACCACTACCC 10 8 800-2700 80

Mean 13.6 12.2 88.97

Total 136 122 350-3000

3 Jaccard

Table 3 Jaccard’s genetic similarity coefficient of 8 Podocarpus germplasm

P.macrophyllus P.macro- P.macrophyllus

P.nageia P. costalis P. makaii var. mahi phyllus  var. angustitolius P.wangli P.brevifolius
P. nageia 1. 00
0.48 1. 00
P. costalis
0. 44 0. 80 1.00
P. makaii
0.43 0.55 0.55 1. 00
P. macrophyllus
var. maki
0.41 0.55 0.53 0.51 1. 00
P. macrophyllus
0.46 0. 65 0.62 0.62 0.73 1. 00
P. macrophyllus
var. angustitolius
P. wangli 0.39 0. 64 0.58 0.65 0.69 0.72 1. 00
0. 40 0.56 0. 45 0.57 0.61 0. 64 0.68 1. 00
P. brevifolius
o AB , A, 7
2.3 B . B ,
, UPGMA 0. 64 , B 3 ,
« 2, 2 B1
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