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Genetic diversity of the endangered plant
Abies ziyuanensis in two populations

SU He-ling, TANG Shao-qing *

( Department of Biology, Guangxi Normal University, Guilin 541004, China )

Abstract. Abies ziyuanensis is a member of Pinaceae. Genetic diversity was studied using random amplified
polymorphic DNA(RAPD)in 54 individuals of A. ziyuanensis from two populations in Ziyuan County of Guan-
gxi and Yanling County of Hunan Province. The twenty primers used in this study amplified 126 scorable
RAPD loci. The result of POPGENE analysis shows that the percentage of polymorphic loci is 52. 4% totaly,
33.6% and 31.2% in the two populations respectively, while Nei’s gene diversity is 0. 312,and Shannon’s in-
formation index is 0. 475, The coefficient gene differentiation ( Gst) between the two populations is 0. 455.
These indicate that there is low level of genetic diversity within populations, but high level of genetic differenti-
ation between the two populations. The result suggested that the two populations of A. ziyuanensis should be
considered individually when efforts were made to protect.
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20 pL # PCR X B {& & 424 :1 X PCR Buffer, 1
umol/L 5| %7,1U ¢ Taq &, % 50 ng 4k DNA,2. 5
mmol/L MgCl,, l0%h dNTP 4% 250 pmol/L, PCR K
[ 7E Biometra UNO[ PCR 1Y _F ¥ 1F, 5 R & .94
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2 HRE54

2.1 #EA K RAPD ik & #1i4
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0. 475, FEFMEHES4 0. 275 70 0. 246(F% 2).,

£1 BTFIrHOSIURRRMOMSN

Table 1 Primers and No, of loci obtained

NOER Sigmnicran ranay  FELAK

Primer Sequence(5’-3’)  No. of loci No. of .
name polymorphic loci

S122 GAGGATCCCT 2
S127 CCGATATCCC
S141 CCCAAGGTCC
S142 GGTGCGGGAA
S143 CCAGATGCAC
S144 GTGACATGCC
S154 TGCGGCTGAG
5159 ACGGCGTATG
S28 GTGACGTAGG
529 GGGTAACGCC
S35 TTCCGAACCC
836 AGCCAGCGAA
S361 CATTCGAGCC
5369 CCCTACCGAC
S370 GTGCAACGTG
S374 CCCGCTACAC
S380 GTGTCGCGAC
S66 GAACGGACTC
589 CTGACGTCAC
S92 CAGCTCACGA
St Total 126
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B 1 514 S141 3B 24 9 RAPD ¥ 38 &4
Fig. 1 RAPD bands of Abies ziyuanensis samples amplified with primer S141
%2 ABAERAINERINSSUAES S BESHE Shannon ERIEB RS L EH
Table 2 The PPL,H.I and Gst of Abies ziyuanensis in the two populations
A FERUA R EEMAH FHEMA Nei's 2E[H Shannon’s 5[]k
P 'l . Total number No, of 48 LR Eirh 4 A
opmiation of loci polymorphic loci PPL H 1 Gst
#47E 1l Yingzhu mountain 107 36 33.6 0. 183 0,275 —
B Dayuan 109 34 31.2 0. 161 0. 246 —
Bt Total 126 66 h2. 4 0,312 0.475 0. 455

PPL=The percentage of palymorphic loci; H=Nei's gene diversity; [=Shannon's information index. Gst= The coelficient gene differentiation.
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