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Isolation and identification of pathogens that
caused Curcuma alismati folia anthracnose

ZHAO Jian! ,ZHAO Zhi-Guo!, LI Xiu-Juan!, ZHANG Cui-Ping! ,
OU Chan!, LIN Meng?, QIU Shuo! *

( 1. Guangxi Institute of Botany, Guangxi Zhuang Autonomous Region and the Chinese Academy of Sciences ,
Guilin 541006, China; 2. Limestone Greening Station of Guilin, Guilin 541001, China )

Abstract; The pathogens that caused Curcuma alismatifolia anthracnose were isolated using usual tissue isolation.
Strains were cultivated, purified, reinoculated in the field and laboratory. The strain that caused the anthracnose was
re-isolated. Morphological and molecular biological techniques were used to identify the strain. Results showed that 6
strains were isolated from infected leaves of C. alismati folia,but only Cum-3 caused the anthracnose. The incidences
of Cum-3 disease reinoculated in the field and laboratory were 96. 7% and 100% respectively. Cum-3 is a kind of fun-
gi belonging to the genus Fusarium,and its colonial morphology is a circular form, with white mycelium, diaphragms
and branches. There are three kinds of conidia: microconidia, macroconidia and chlamydospores. At last, the sequence
of internal transcribed spacer (ITS) region of Cum-3 was analyzed, the length was 528bp and the sequence was com-
pared with other species in the Genbank. The symptom in the field indicates that the pathogen of Curcuma alismati -
folia anthracnose is Fusarium proliferatum.

Key words: Curcuma alismati folia; anthracnose; isolation; identification
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1997; X1 )3 = , 2005 s k4 7k % ,2003) . B A, E Wb
YEMIRIEEH VIR ISR F R
BEELSWRE R LM iB (Supuk %, 2006 ; Kanok
%,2004; M FAL %, 2007 ; B 28 J8 , 20065 22 /N4 45,
2006) , WEBFFTIRE , 2 5 16 5 B Y E 08 (Morita
%5 ,1996 ; Kunopagan %, 2005) | 7% JH % (Supuk %,
2007) Fi M BEHG (Takeuchi %, 1994) 25975 F , X 2%
P O B AL 1 72 B 5 R A AT X B0 5 B
HAaRNHTTEE MENERRLEXZEMGERER
NESYEEHRE. RITMBRAZSHILEE W R
JHIR R RAER 5 Supuk %5 (2007) 1R 18 Y 22 17 1 7%
LR & A R AR ], T 7 JR 1 2 75 A R i 7 B R
SEMEE. I, BN 2/ RERRERIE
FTasEfaie, ERRAESERS FEYENT
BRI THR%E, B NZWRERA AL ERE
—E BB .
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1.2.1 RES S it 200948 A ANERK
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YIF 5 mm X5 mm /NER, F 75 % MTERS T B 30
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(B9 ecm)J 5~6 FFK, 25 CHEBARMG TR,
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MR 2 D E%, 10 M EE 3 K.
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X5 mm), LG B PDA 3 54/EX R, 81058
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i R B AR R R, B R = RN /B Rh
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US 870), (3)TEH 485 . % H i) 51 42 BOws s SR
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BE%E, K/N 2 mmX2 mm, BT &H PDA 95
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MEFE 2 SERTHES, A¥EHERES.
DIGICLASS)H 88, [ i Bl & 47 £ A T R/h (KR X
FORMLER., BRIEEESE FMHERME, 1979
X5 IR B AT R 2P A E .

L2 4 B/ ARERFARA>TAMFER
DNA 8. Sk 2B DNA(Cobb %£,1994),
PCR ¢3¢ . R Fl LB 8 A 51 %+ ITS1/ITS4 i# 47
PCR $" 3% (White %,1990), W ¥ 5 K. % . PCR 7=
YR Fh EET A TEERA AT
BB 8 K %5 GenBank (http://www. ncbi.
nlm. nih. gov) ¥ #% B ¥ 3 i 47 BLAST 43 %7, # A
Clustal X2. 0 #47 X}, 3@ 1 MEGA4x1 #47 UP-
GMA e REL R EW . @ 7B #5933
FHEM TS FRKEEE(FEFRE,2002),
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WM 2 Eae 6 REE,. %S5
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AY213653
6Q855797
X94176
cum—3
__[: GQ168841
GQ167232
AY213654
EU326193

EU680539
01
201 _:GU445378

B 4 Btk cum-3 REEERE R HRASHTHRRE
Fig. 4 Phylogenetie tree of isolate cum-3 and its ho-
mologus based on ITS sequences AY213654(Fusarium
annulatum); GQB855797 ( Botryosphaeria dothidea ); X94176
(F. fujikuroi ); GQ168841 ( Gibberella moniliformis );
GQ167232 ( F. proliferatum); AY213653 ( F. acutatum);
EU326193(G. fujikuroi); EU680539 (Sordariomycete sp.);
GU445378(F. oxysporum)
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