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Identification of Kumquats (Fortunella crassifolia)
new varieties by ploidy analysis and AFLP

FU Cui-Na, XIAO Yuan-Hui, GAN Hai-Feng", LLEI Xin-Nan

( Guangxi Academy of Sepcialty Crops . Guilin 541004, China )
Abstract: To determine the genetic diversity of Kumquats new varieties. We employed ploidy analysis and 12 pairs of
AFLP primer combinations on 8 Kumquats varieties. Ploidy analysis confirmed that Huapijingan was a diploid,Jingan
Il was a tetraploid . AFLP results showed that : A total of 341 major AFLP bands were observed ,and 95 band were
polymorphism. Genetic similarities among all taxa ranged from 0.867 to 0.985 . 8 varieties could be divided. Phenetic
trees based on genetic similaritiesCUPGMA,N-]) were similar to known taxonomic relationships. the genetic similar-
ity coefficient between Huapijingan and Jingan was 96.8 % , the genetic similarity coefficient between Jingan Il and Jin-

gan was 95.8% ,the genetic similarity coefficient between Jingan Il and Huapijingan was 95.7 %. Jingan Il and Huapi-

jingan could be used as new cultivar.
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B8 FH & FR A R B 1R (Fortunella margari-
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T4 Ligase(4 U/pl)1 pl, AFLP-Water 7 pL, 1R%]
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0.5 mL B0 P IATY HE 1 1R & W% itk DNA
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buffer 2.5 pl., Tag DNA polymease(2 U/ull) 0.5
pL, AFLP-Water 18.5 pl. TR2], 4% F 31 2 5017
PCR " B4 30 % :94 °C 2 min, 94 °C 30 s,56 °C
30 5,72 °C 80 5,72 °C 5 min; fE 0.5 mL B4
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Fig. 1 Ploidy analysis of Huapijingan
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Fig. 3 Kumquats AFLP fingerprinting map by 3 primers
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Table 2 Polymorphism of AFLP bands

on the 12 selected primers

By sanamy  ZAEW

E’Lfﬁiﬁé Total band Polymorphic Ejiri)r(pyﬁi
number band number band percentage
E-AAC/M-CAC 24 9 37.5
E-AAC/M-CAG 25 7 28.0
E-AAG/M-CAA 44 13 29.5
E-AAG/M-CAT 22 8 36.4
E-AAG/M-CTA 26 10 38.5
E-AAG/M-CTT 22 8 36.4
E-ACA/M-CTG 21 7 33.3
E-ACT/M-CTG 31 9 29.0
E-ACT/M-CTT 38 8 21.1
E-AGC/M-CAA 28 5 17.9
E- AGC/M-CTA 36 6 16.7
E- AGC/M-CTC 24 5 20.8
Kt/ Py 341 95 27.9
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Table 3 Dice similarity coefficients among

Kumquats materials

1Rl 12 13 J4 15 16 17 J8

J1 1.000

J2 0.961 1.000

J3 0.897 0.905 1.000

J4 0.926 0.935 0.910 1.000

J5 0.932 0.937 0.906 0.968 1.000

J6 0.902 0.911 0.884 0.958 0.957 1.000

J7 0.867 0.879 0.874 0.888 0.883 0.875 1.000

18 0.873 0.885 0.873 0.894 0.886 0.877 0.985 1.000
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Fig. 4 Dendrogram of Kumquats varieties

based on AFLP data
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