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Table 1 Determination on contents of chromatin histone and nonhistone

A EQ EHEH
Histone Noahistone
BEE&H (ml)
Sample volume 0.2 0.4 0,5 0.8
Wi As500nm
Absorbance 0,172 0,344 0,191 0,296
BRRHAESRABBERhEAR
WRE(ng/ml)
Concentration determined of 94.0 186.0 105.0 155.8
protein in sample dilute solution
on the calibration curve
KREER®RE(Lg/ml)
Concentration of sample protein 470.0 465.0 210.0 194.7
BAEBARRESHE(ng/ml)
Average value of concentration 467,5 202.4
on sample protein

£2 ¥BHEONAZRNE

Table 2 Determination on content of chromatin DNA

DNA
B (DNARD® ) (ml)
Sample (DNA extract) 0.10 0.15 0.20
B A595am
Absorbance 0,078 0,125 0,162
HrREHSREELBBER B RE
(ug/ml)
Concentration determined of 44.3 67.5 88.8
DNA in sample dilute solution on
the calibration curve
BRDNAKE (ug/ml) o
Concentration of sample DNA 443.0 450.0 444,
HAEDNAREH{E(ug/ml)
Average value of conceatration 445,7

on sample DNA
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Table 3 Determination on content of chromatin RNA

RNA
PR (RNARR® ) (ml)
Sample (RNA extract) 0.3 0.5 0.8
Bi{d A670nam
Absorbance 0.074 0,122 0.194
RS REELBBRPRNA
KE (ug/ml)
Concentration determined of 17.8 29.3 46.6
RNA in sample dilute solution on
the calibration curve
HERNAKE (pg/ml)
Concentration of sample RNA 59.3 58.7 58.3
HRARNAKREHE(ug/ml)
Average value of concentration 58,8
on sample RNA

MELRER, RAHBRERLEHSOILER,
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. - 202.4 _
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. _58.8 —
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. _ 467.5+202.4 _
BBl :DNA= T =1.50
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STUDIES ON THE CHROMATIN COMPONENT FROM
RHODODENDRON DECORUM FRANCH

Zhang, Hong Yuan; Liu, Ke Wu; Yang, Shou Zhong;
Luo, Sheng Qing and Yang,Yu Long
(Department of Biology,Sichuan University, Chengdu)

Abstract An improved Huang method and Sindair method were used for
preparing chromatin from Rhododendron decorum Franch, of Yunjing, Sichuan,
Their component were analysed, The results are proteins: DNA = 1,50; his-
tone:DNA =1,05; nonhistone: DNA =0,45; RNA: DNA =0,13,
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