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Cytogenetic and morphological studies of hybrids
between Roegneria kamoji and Roegneria
grandis (Poaceae: Triticeae)

ZHANG Xin—quan', YANG Jun—liang®, YEN Chi%, ZHENG You—liang?, WU Bi—hua?
(1. Forage and Grass Department, Sichuan Agricultural U niversity, Yaan 625014, China; 2. Triticeae Research Insiiiute, Siehuan
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Abstract: Roegneria grandis Keng is tetraploid ‘perennial grass of tribe Triticeae native to China,
Roegneria kamogi Ohwi and Roegneria grandis were crossed, for the study of their bicsymtematic re-
lationships, with the aid of emboyo rescue. Interspecific hybridizations were easy to be performed
from the combinations. Chromosome pairing behaviour at metaphase I and morphological char-
acteristics in the parents and hybrids were studied. Meiotic configurations were 10.26 T +12.3711
{c—value=0.74) for R. kamayi ¥ R. grandis. It can be concluded that considerable differentiation of
the SY genome occured between R. grandis and R. kamoji, Most of the hybrid morphology was in-
termediate between the parents. |
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LR, Table 1 The orgins of plant materials used in study
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Table3 Comparison of morphological characteristics among
R. grandis, R. karoji and their F| bybrids {cm)
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Mokt 95% M E RS RE D] swimser 20.25 £ 331 1433 =094 9.50 * 128
. K, O S‘pl [ per spAKe
RIE#E, BR_HE KhEBAR i 13 242 =023 212 =005 3,08 = Q.05
Motk (BT :a, %2) @iy Lowholwie
BT . SN ERAE, WAURE o et e P25 £ 043 600+ 08D 443 1049
R EF R, o~ H T 0.95~0.98 Len_glhﬁf the 1st glume D76 2007 0.74 2004 123 = 003
ZE: R AT 85% L k. BBk 043 2016 O0R 002 —
ﬁlﬂ L ength ol zwn on the Lst glume
24 Fy B4R SHIE womk D65 = D.04 D89 £0.02 141 = 0.04
Eﬁﬁﬁﬁﬁﬁﬂﬁg&@ﬁfﬁﬂﬁ Length of 2rd glume
2n=35., I H B 4 Mﬁﬁﬁﬁ 5 . ﬁc;gﬁ%l:&awnon the 2rd glume 026 2000 0 = 0.0 -
1. 514K 10.26 4~ F i %, Eﬁ:gf;ﬁﬁ““glme .10 = 0.06 120+ 002 149 % 0.00
1237 4~ fr ik, A EH 9~ 14, ?—&ﬂl:ﬁrﬁie bl 383 £ 047 LIRB + OOR -
[5 % . cngth al awn on ihe 15 lemma
FALRERE. THETMES Bk 107 =004 105 = 0.01 095 = 0.04
839 (3~ 12), #¥EH 398 (1~ 9), Length of 1st palea
RMEDNHEMEBR (ERD - b, SRTMER i A . A .
o & %&2). THETHEMNEIR S8tz x x HE
Hair an rachis Hairless Hairless halr

K 20.76, c—{EX 074 (F&2).
BESARTBRRESHL. BH

— mEX

T AMEA R MERTE. FH] FHE 9NN EREDEEKY 628 (3~10), T4 AaETH
G AR B NN 289 (0~7) (EMET e £ %2). RMMEHSERFTE. E%IE
A FIEBEREHE RN, W, ERTTRARARLELNE 2%, REIERTRARRE
LA, RURFERTER IR 0 F 4 .



http://www.cqvip.com

£ OO0 http://www.cqvip.com|

358 i - 19 %

3 ik
SAMIERES PBERE R . KR T YHEREAR. ETMAN GRRME LR

(st Fanfy, MRRARE. MEAMERSRITE TR OKEMIT MR DT BE W
SY gufe fhif > A FEHE. AIEWEMSY REKMAKLFAE MARFH] BSR4 240

7 4~ B,
THEREEN, PRESAMBENRR F, £, THE88E - kBh 10.13, #0074,
S ST EET i, HEAMEELE MRS SY RefkdEgaAFEIR P 2Eaig ,

BEER 4L, XY YangJ. L & @ ¥ —%, LuB.R. S "V AMUERASSY REKEMK
THRHE T, WADXEMMEE. MeSY Rekdmyd. BB HHEERE KRekHERE

H{E Rz, NIEREEH.
oA RBE M AR R MR MR, &8 Baum % 'Y M RBER YR

MR, KRN ATRY B A T & ik A

£330

(11 Dewey D R, The genome system of classification as a guide to intergeneric hybridization with the perennial Triticeae [C].
I Gustafson J P ed. Gene Manipulation in Plant [mprovement. Proc [6th stadler Genet Symp. New York: Plenum Publ
Carp, 1984, 209~ 280
(23 Kihara H. Genome anglysis of Triticum and Aegifops. (I} Cytofogia, 1930, 1 : 263~ 270
(31 wAk. hEMEME, FORIH (ML LR B d R, 1987
(4) SEX F o HHAY. hFRMRERN =S AL SRR T) SRAYHRE, 1990, 10(2): 161~ 171
(5] Sakamoto 5. Cylogenetic studies in the iribe Tritoeas. 1. A polyhaploid plant of Agropyron tsukushiense var. transiens
Qhwi found in a state of nature (J|. Jap J Gener, 1964, 39 ; 393~ 400
(6) Sakamoto §, Muramatsu M. Cytogenetic studies in the tribe Triticeae. I . Tetraploid and hexaplaid hybrids of Agrepyron
(3], Jap J Genet, 1966, 41 {2). 155~ 158
(7] Sakamoto S, Cyiogenetic stadics on artilical hybrids among Elymus sibiricus, E. dakuricus and Agropyron tsikushiense 1n
tribe Triticese [T} Bor Mag (Tokyo), 1982, 95 : 375~ 383
(§) Zhang X Q, ] L Yang, C Yen. The genome constitution of Roegneria grandis {Poaceae: Triticeae) [J]. P! Syst Evol, 1998,
209 : 67~ 73
(93 Yang JL, C Yen Ecogeographic regions and distebution of related Tnticeae it China [C]. Proceeding of the 2rd Intern
Triticeae Symp. Logan, US A, (994, 44~ 146
(10) WanYF, YenC, YangJ L, Liu H C. The diversity of resources resistance to scab 1n Triticeae {Poaceae } [I]. Whear in-
JSormation Service, 1957a, B4 - 7~ (2

CLl) Wan Y F, Yen C, Yang J L, Lin F Q. Evalution ol Roegneria lor resistance to head scab cauwsed by Fusaramme
graminearurq Schwabe [J] . Genetic Rescurces and Crop Evolution, 1997b, 44 : 211~ 2135

(2] Kimber G, Alomso L G. The analysis of meiosis in hybrids. II Tetraploid Hybrids [1]. Camad J Genet Cyptof, 1981, 23 - 235
~ 254

€133 LuB R, Salemon B. Differenuon of 8 genomes in Asiatic Efymus [T} Hereditas. 1992, 116 121~ |26

(14 BaumB R, Yen C. JL Yang, Reegneria; its generic limits and justification for its vecognition [J]. Cana J Bot, 1991, 69, 282
~ 294

Cl5) Baum B R, 1L Yang, Yen C. Taxonomic separation of Kengyilin { Poacsae: Triticeae) in relation to nearest related
Reegneria, Elpmus, and Agropyron, based on some morphological characters (31 Pf Syst Evof, 1995, 194 - (23~ 32



http://www.cqvip.com

