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Abstract: Dendrobium chrysanthum is a traditional Chinese crude drug in China. We analyzed the genetic diversity
and the genetic relationship of 9 population of D. chrysanthum by ISSR technique in this paper. The results showed
that we sieved 5 utility primers from 60 ISSR primers and the amplified loci of every primers was 9~13, the total was
56 ,0f which 49 were polymorphic(87. 90% of all amplified loci). The level of genetic diversity in D. chrysanthum is
higher,and the genetic variation is more abundance. A total of 242 bands with an average of 26. 90 bands per popula-
tion were amplified from 9 populations,in which 179 bands polymorphic(72. 90%)of all amplified bands. The main
endangered reasons of wild population of D. chrysanthum were the over-collecting and the environment which D.
chrysanthuwm depended on was destoryed. Cluster analysis showed that the genetic distances of Yunnan Simao popu-
lation and Wenshan population is closest,and it is farther between Yunnan Jinghong population and the others. This
result indicated that the phylogenetic relationship of different population of D. chrysanthum is possibly relevant to
their geographic distribution.
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%,2004; 2 814, 2005), Rz BABRMEPHERZ
IR RBKETEHB” ARBEEI R FTE
BT EZ T PENFEEFR(T/IR%,2002), &
FEPREPRIATFE BRI AHNIESRE.
HEYERENZESBYABRLAESR.

ISSR (Intersimple Sequence Repeats) & i
Ziekienlcz #8 # SSR (Simple Sequence Repeats) [
FRUBW-MERERXEY HEEENS TR
EER, ZBREEATINERAEMER T
B DNA B> BIEME RAKUREEEE
B4R 5 (Ziekienlez %,1994), ¥ % (2006) Fl
ISSR #Rig £ A Xt A 7] J& 8 4k Bz A 8 (D. of ficina-
AT TFEE GREFECEAHHATEFE
B ISSR B3, ZA MK FES (90. 5%), W H
ISSR 5+ FAREB AR BEBFE R LENAFBEHELA
fite YRS (2005)%F 9 7 7 MR AH Y 3447 ISSR 43
#r.iA% ISSR £ F T A L& Fh 8 X 5] 5 — Fp T
B4 Fhric k. RAM.Z45 MR RARIEABF
NEEERWBIRRE, £ Fi, X3KH ISSR
SFHIEE AR RER B 9 B RS SR ER
RGRRFITOR, R AE A AR R BT IR 69 7T #5 22
FRAMRPRESE,

1 M¥E57T®

1.1 &8

HEM R E FRERM ., GMEEEHK,
HINEHE., 2 YERFTELLE, RER
FERTFRAF¥GHEY RS EZMABMEEERERE.
BT B0 - SR, R TR, B TR KA R
HER. S EBEYB 3~6 MMEE D,
1.2 Fi&
1.2.1 A @4 % DNA #9328 RANR CTAB&
(B34 %,2007) R BURE & DNA, A Ultrospc 2000
e /77 B4 6 Y6 BE K I HL DNA 4 B 3k B2
Ao/ Anso LA H 1. 7~2. 3,k F 90~600 pg/mL,
1.2.2PCRREH#H & BREEIRHA 25 pL, K
4 2.5 nL 10 X PCR buffer, 2. 0 mmol - L Mg**,
0.3 pmol « L' ISSR 3| 4.1. 5 U Taq E§.160 pmol
« L'dNTP.150 ng ##k DNA, ¥ #4A17E 94 CHl
AFME 3 min; BIEF 94 CAEHE 50 5,56 CiB K 1
min, 72 ‘CIE{# 2 min, 40 JEF; B /S 7E 72 CHEM 5
min, AWK LB 60 &£ ISSREIM(LBETH

B » i RN 7E SUPER-PCR {X ( H &) & #47.
L.2.3 y#% e nl PCR RNEH/G, B
FERHEAT 18N B e R k. 2 EB 8 )5, TE
Amgisham pharmacyia bictech ¥ B B 1% & 45 (F
+) T IR,

L2.4 5t 5 454 HEFBEEEL. S8
B E—FRKIBFREEI DRGSR ER—
Mg LA RFEREZ LANHHEIT L,
THERAEREHAWEHFE T RO HERE LAY
AWM RET WMAFHER. M)A SPSSLL. 5 &
PR 28 18] R 0k B A R R R BE B, B
TRELSI L HBRILRAAE,

1 TREABRHKRETHNXRERERYRE

Table 1 Origin and sampling size of nine
populations of D, chrysanthum

FRRHE = 4y ¥ 48 B[] e
Population Localaty Date f’f ﬁ({ﬁ).
code collection Sample size

Dchr01 HMEIE 2005 4E 11 A 4
Dchr02 AN 20054 11 5
Dchr03 BN 2005 4E 11 6
Dchr04 HM R FE 2005 4 11 § 4
Dchr05 I ER 2005 4E 09 A 3
Dchr06 Ik i 2005 4E 09 4
Dchr07 ZHAF 20054 11 B 3
Dchr08 ZHxXw 20054 11 j 3
Dchr09 ZRRY 2005 4E 11 3

1 29 B354 RALAR 9 N ERFK ISSR ¥ AR
Fig. 1 The ISSR amplification result of primer
(CCCT)4 (M:DNA ladder)
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MY WAWHL BB EHTFH s &3 @E 1R
29 S| YRYHMER). FIHZ S KIIUXMREAR
Bl 9N BREHETT ISSRY ., R ER,5 4 ISSR
Bl YRR E R 9~13 M2 E, 3k 56 MR, P
AR S T EE N 300~2 000 bp Z[E, K%
DY HUERS~11 4, 40N, BEHMRS
76.90%~91.70% , ¥ 87. 9020 (FE 2),
22 FRAERREREAMNELESHEESW
WIEFH 9 NERER ISSR By N 18~
TAHPEFHEYHAWSL 11~30 0~ CFY
19.90 N &), BEMET RN 61, 10% ~
81.10% (8, ¥y 72. 90% , % B 4L A il B B (5]
HBEESEKFERBRX BETREBEFE.
FEERBHENEDIET HAFRELZ GO, 4
81.10%; M =MW BBM R (11 M), L&A
61.10%(F 3).

F2 EANISSREIPINTMER
Table 2 Amplification results for nine populations
of D. chrysanthum by five ISSR primers

B Y
By EEETH paxuiw
e B 71 L) B ity
Primer No. of total No. of total o -
code Sequence amplified  polymorphic Polymozphxc
loci loci rate (%6
29 (CCCTH4 13 10 76. 90
38 (AG)sTT 12 11 91.70
43 (GA)sCG 11 10 90. 90
44 (CTsGA 9 8 88. 90
46 (CTsGT 11 10 90. 90
#tit Total 56 49
-1 Average 11. 20 9. 80 87.90

®3 FEARBREGHBESHESTER
Table 3 Genetic diversity in different
population of D. chrysanthum

o. of tota
Population argplified g‘f}'};{):‘;t}ii Polymorphic
ands bands rate (%)
Dchr01 28 21 75.00
Dchr02 25 18 72.00
Dchr03 20 13 65. 00
Dchr04 29 22 75. 90
Dchr05 37 30 81.10
Dchr06 28 21 75.00
Dchr07 29 22 75.90
Dchr08 18 11 61.10
Dchr09 28 21 75.00
34t Total 242 179
-1 Average 26. 90 19. 90 72.90

2I3IFEEBEREAHNBEEASN

A2 (6] S ¥ 45 4 B X & AL AT AT IR 3K
WA EREEBSRWELRLITEME 2, 4
RER RUEAH I NTBHREBARLY N 3 N
XAZBIMC) KPP AXHHEFEH
(Dchr07) .z B 3C 1L J& BF (Dchr08) | 8 M ¢ X B B
(Dchr02) 57 M %2 4% /8 B (Dchr01) | 8 M W 8 /B B
(Dchro3) F 8 M v £ F B (Dchro) B ;B Xl
P9 E KB B (Dchr05) #1774 35 74 /& ¥ (Dchr06) 4
BC N = MY BB (DchrOD AR, WE%E
AER, zBEFRHMZE LB . RMNERE
BN BB REERE/D, AR E 2 E
HRGXABE MoEREBHESRECEHZH
BB BB AT B R, KRG X R I X T.
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Fig. 2 Dendrogram of cluster analysis for nine
population of D, chrysanthum based on ISSR data
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HHAAMTREZRFH MM & FHREE SR BT
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BEER, KBS MO RGBT 90%), 4 Fé K
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MEFIRBOHEERR. BHBAPREGH IR
FHAESHEMR LRI FEREAREREKE
BEREABFHAENARERETRNRR.
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REGHMMERBENGELCRKEEELERE
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LEHPITRERERER. BASNEREN. 5F
BFEHMEEEICWE B SN %105 B 5 M
HERRBEEREEAD, UHRHEZRMRELR
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