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Screening and analysis of chloroplast SSR primers in ramie
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XU Ling-Ling”, LIAO Liang*"

( 1. College of Landscape and Art, Jiangzxi Agricultural University s Nanchang 330045, China;
2. School of Pharmacy and Life Sciences, Jiujiang University, Jiujiang 33200, China )

Abstract: Given a maternal inheritance nature (except for some gymnosperms) and a low frequency of genetic recom-
bination, chloroplast satellites markers are especially useful in plant genetic diversity analysis. population genetic
structure analysis, phylogenetic analysis and hybrid identification, which is an effective means of
phylogeography. The main producing area and main distribution area of ramie is in China, but the phylogeography re-
search on ramie have not been reported. This article’s aim is to screen polymorphism c¢pSSR primers appropriate for
phylogeography from universal cpSSR primers. In this paper,23 pairs of universal ¢pSSR primers were screened using
52 ramie samples from different locations all over the country,by polyacrylamide gel electrophoresis. And clustering
analysis and cpDNA haplotypes analysis of 52 ramie samples were conducted using the screened primers. Sixteen out
of them were polymorphic, and the average polymorphism information content of them was 0.105 3. Although the
polymorphism of these primers was low, they could be used in the research of genetic analysis in ramie. Fifty-two
samples were clustered into ten groups and divided into eight haplotypes,and primarily analysis showed that the ge-
netic variation of cpSSR remains slow, these primers were not suitable for phylogentic research. However, these
primers were able to detect haplotype variation, and suitable for the phylogeography research on ramie.
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Table 1 Diversity statistics of 16 pairs of cpSSR primers

B IR A KL WEGEAFALEE R A RS e R A AT B R A TR B R ZHEE TR
Locus Sample size A Ne F 1 PIC
ccSSR1 52 3.000 0 1.214 7 0.903 8 0.364 7 0.166 5
ccSSR2 51 2.000 0 1.124 5 0.942 3 0.223 7 0.102 8
ccSSR4 52 3.000 0 1.216 9 0.903 8 0.381 3 0.170 4
ccSSR5 48 2.000 0 1.180 3 0.923 1 0.286 8 0.131 9
ccSSR6 52 2.000 0 1.165 5 0.923 1 0.271 2 0.131 9
ccSSR8 51 2.000 0 1.169 0 0.923 1 0.274 9 0.131 9
ccSSR9 52 3.000 0 1.489 0 0.807 7 0.619 0 0.303 2
ccSSR10 46 2.000 0 1.188 8 0.923 1 0.295 4 0.131 9
ccSSR11 51 2.000 0 1.169 0 0.923 1 0.274 9 0.131 9
ccSSR12 52 2.000 0 1.165 5 0.923 1 0.271 2 0.131 9
ccSSR13 48 2.000 0 1.132 7 0.923 1 0.233 8 0.131 9
ccSSR18 50 2.000 0 1.172 6 0.923 1 0.278 8 0.131 9
ccSSR19 52 2.000 0 1.165 5 0.923 1 0.271 2 0.131 9
ccSSR20 50 2.000 0 1.172 6 0.923 1 0.278 8 0.131 9
ccSSR21 49 2.000 0 1.176 4 0.923 1 0.282 7 0.131 9
ccSSR23 52 3.000 0 1.319 0 0.865 2 0.487 0 0.228 0

mean 51 1.869 6 1.140 1 0.938 1 0.2215 0.105 3
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