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Abstract; Lonicera fulvotomentosa has many functions including anti-inflammatory, antibacterial, immune regulation,
etc., but it is easily confused with other species of Lonicera. The pharmacognostic research of L. fulvotomentosa will
provide a scientific basis for its identification and the formulation of medicinal materials standards. This study combined
botanical identification, microscopic observation, thin layer chromatography ( TLC) identification, and molecular
identification to identify specific characteristics of L. fulvotomentosa, from the aspects of botanical traits, microscopic

characteristics of medicinal materials, TLC and ITS sequence feature. The results are as follows; (1) There are many
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secretory cells on the cross-section of the flower, many yellow-brown glandular hairs are on the surface of the bract has,

the upper layer cell of corolla epidermis is polygonal, the pollen sac is mussel-shaped, the pollen grains are triangular or

oval, and the oil chamber is oval. (2)The results of powder microscopy show that the middle column sheath fibers are

short prisms; The cork cells are sharply angular and light yellow; The wood fibers are stubby and prismatic, a few of

which are bent; There are many reticulated catheters, and the calcium oxalate square crystals are densely packed in the

cell cavity. (3) TLC shows that the content of kaempferol in the flower of L. fulvotomentosa is higher, and kaempferol

can be used as the identification component of L. fulvotomentosa. (4) The cluster analysis results based on ITS sequences

show that the ITS sequence can be used as the DNA barcode to distinguish L. fulvotomentosa, L. macranthoides, L.

confusa and L. japonica. This study provides a theoretical reference for the identification, component analysis, and

quality standard formulation of L. fulvotomentosa.

Key words: Lonicera fulvotomentosa, microscopic features, thin layer chromatography ( TLC) identification, ITS

sequence cluster analysis, pharmacognostic study
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a. TRV b N ERL; e HEINLE; d. LA T

grains; f. Oil chamber.

Rl e fERYRL; £ IHE,

a. Ovary longitudinal section; b. Inner epidermis of the corolla; ¢. Outer epidermis of the corolla; d. Cluster crystal in filament cells; e. Pollen

K1 ®REEL BRI

Fig. 1 Microsection graph of Lonicera fulvotomentosa
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1. RIZBAM; 2. AR, 3. 74 4. 1B, 5. FEWEB; 6. M4,
1. Trichomes cell; 2. Pigment cell; 3. Fiber cell; 4. Glandular hair; 5. Non-glandular hair; 6. Secretory cell.
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Fig. 2 Microscopic characteristics of the powder of Lonicera fulvotomentosa
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a. ZWHER; b, SN ¢ WHEBAEL; d. KR
Kooe G £ KETHEL,
a. Blank solvent; b. Kaempferol reference substance; c¢. L.

Sfulvotomentosa; d. L. confusa; e. L. japonica; f. L. macranthoides.

K3 22w AR AE S B2 (i K
Fig. 3 Thin layer chromatogram detection of flower

extracts from four Lonicera species

M. Marker; a. 25 FIXFRR(IK) 5 b, 405 e 05 d. 46,
M. Marker; a. Black control (water); b. Young leaf; c¢. Old
leaf; d. Flower.
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Fig. 4 ITS amplification results of Lonicera fulvotomentosa
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PR B B 2 SN 17 DR TS ITS P85k B NCBI %L
o
ITS squencess of other 17 species from NCBI database except for

Lonicera fulvotomentosa.

K5 wlELLERBLRIAM T 5
FiBT UPGMA RGE% & W
Fig. 5 UPGMA phylogenetic tree of Lonicera
Jfulvotomentosa and other 17 species of Lonicera
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Sy ¥ 1 (Sarkinen et al., 2012) ., #Z MK DNA 1



744 | i)

k7

42 %

ITS2 FEA K 58 % N 260 bp 26 47, BF 28 32 W X J&
— BT DNA 505 DX s, G EL A 3 8 1) ol ] 22
SR AN AR SF P (Han et al., 2013), Han 5%
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